Supplementary Figures Legends
: Sequence alignment of S. solfataricus(Q9UXG1), M. Thermoautrophicus (O27798), P. furiosus(Q8U3I4) and P. abyssi MCMs. Highly conserved residues (indentity 100%) are shaded in black while black dots are shown in the consensus.
Residues with indentity >75% are shaded in light grey. Figure 2 and Figure S3 . Boxsize=290 Å.
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Supplementary Tables with legends: Table 1 : List of oligonucleotides. Primers used to PCR-amplify the N-terminus of MCM (Oligo 1 and Oligo 4), the fragment Ser499-Leu525 (Oligo5 and Oligo6); and the Cterminal fragment of MCM (Oligo3 and Oligo2). Table 2 : List of oligonucleotides. Oligonucleotides used for the helicase assay in Figure  1D . 
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OligoC CGTGGTCACGAGGAGCTCGTCCTCACCTCGACGTCTGCACGAGC--Trap*
